
Significant Gene Expression for 17−AAG (Tanespimycin) Response (n=106)

2134 G
enes

14
−

00
08

3
14

−
00

83
1

15
−

00
76

7
16

−
00

05
6

12
−

00
21

1
15

−
00

87
4

16
−

00
14

5
15

−
00

69
2

15
−

00
61

6
15

−
00

77
7

15
−

00
17

5
15

−
00

47
0

14
−

00
23

1
15

−
00

76
6

14
−

00
90

1
13

−
00

26
0

16
−

00
83

6
16

−
01

13
8

15
−

00
07

5
16

−
00

70
5

16
−

00
47

4
16

−
01

26
2

13
−

00
22

6
16

−
00

51
9

16
−

00
35

1
14

−
00

28
9

16
−

00
07

7
13

−
00

11
8

13
−

00
54

4
13

−
00

55
8

14
−

00
79

8
15

−
00

78
6

13
−

00
16

3
15

−
00

53
4

14
−

00
58

1
14

−
00

46
4

15
−

00
85

5
13

−
00

15
0

16
−

01
27

0
16

−
00

21
7

13
−

00
16

6
13

−
00

14
5

16
−

00
33

9
16

−
00

33
2

13
−

00
09

8
14

−
00

56
7

13
−

00
28

1
13

−
00

50
0

16
−

01
21

9
13

−
00

14
9

16
−

01
23

7
15

−
00

30
2

14
−

00
44

8
13

−
00

26
6

16
−

01
10

2
16

−
01

01
7

15
−

00
65

3
16

−
01

22
7

15
−

00
17

1
13

−
00

02
8

14
−

00
12

7
16

−
00

07
3

16
−

00
10

9
14

−
00

19
3

16
−

00
02

7
14

−
00

83
2

15
−

00
23

7
14

−
00

50
4

14
−

00
77

4
15

−
00

53
9

16
−

00
46

5
15

−
00

90
9

12
−

00
29

4
15

−
00

46
4

16
−

00
54

8
16

−
00

49
8

15
−

00
65

0
15

−
00

70
1

15
−

00
61

0
14

−
00

12
6

15
−

00
87

0
15

−
00

88
3

16
−

00
04

8
15

−
00

73
4

15
−

00
87

2
15

−
00

61
5

15
−

00
68

0
13

−
00

19
5

16
−

00
12

0
15

−
00

97
9

15
−

00
63

3
16

−
00

01
0

13
−

00
35

3
15

−
00

99
0

16
−

00
07

8
16

−
00

22
6

16
−

00
09

4
14

−
00

57
8

16
−

00
45

9
15

−
00

81
1

15
−

00
59

3
15

−
00

57
8

16
−

00
27

8
14

−
00

44
7

16
−

00
27

1
15

−
00

12
3

Disease_type
ELN2017
Cytogenetics
Mclust

AUC

FLT3_ITD
NPM1
DNMT3A

Expression Zscore
−4 −2 0 2 4

Disease_type
Denovo
Transformed
Other
Relapse
Relapse+Transformed

ELN2017
Intermediate
FavorableOrIntermediate
Favorable
Adverse
IntermediateOrAdverse

Cytogenetics
None
RUNX1−RUNX1T1
CBFB−MYH11
PML−RARA
MLLT3−KMT2A
Complex

Mclust
Cluster1
Cluster2



Significant Gene Expression for A−674563 Response (n=112)
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Significant Gene Expression for ABT−737 Response (n=89)
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Significant Gene Expression for AT7519 Response (n=104)
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Significant Gene Expression for AZD1480 Response (n=104)
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Significant Gene Expression for Alisertib (MLN8237) Response (n=111)
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Significant Gene Expression for Axitinib (AG−013736) Response (n=113)
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Significant Gene Expression for BEZ235 Response (n=102)
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Significant Gene Expression for Barasertib (AZD1152−HQPA) Response (n=114)
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Significant Gene Expression for Bay 11−7085 Response (n=74)
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Significant Gene Expression for Bortezomib (Velcade) Response (n=107)
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Significant Gene Expression for Bosutinib (SKI−606) Response (n=105)
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Significant Gene Expression for CI−1040 (PD184352) Response (n=106)
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Significant Gene Expression for CYT387 Response (n=100)
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Significant Gene Expression for Cabozantinib Response (n=108)
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Significant Gene Expression for Canertinib (CI−1033) Response (n=113)
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Significant Gene Expression for Cediranib (AZD2171) Response (n=103)
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Significant Gene Expression for Crenolanib Response (n=99)
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Significant Gene Expression for DBZ Response (n=79)
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Significant Gene Expression for Dasatinib Response (n=115)
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Significant Gene Expression for Doramapimod (BIRB 796) Response (n=111)
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Significant Gene Expression for Dovitinib (CHIR−258) Response (n=108)
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Significant Gene Expression for Elesclomol Response (n=105)
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Significant Gene Expression for Entospletinib (GS−9973) Response (n=61)
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Significant Gene Expression for Erlotinib Response (n=110)
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Significant Gene Expression for Flavopiridol Response (n=113)
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Significant Gene Expression for Foretinib (XL880) Response (n=108)
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Significant Gene Expression for GDC−0941 Response (n=101)
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Significant Gene Expression for GSK−1838705A Response (n=95)
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Significant Gene Expression for GSK−1904529A Response (n=110)
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Significant Gene Expression for Gefitinib Response (n=102)
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Significant Gene Expression for Gilteritinib (ASP−2215) Response (n=47)
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Significant Gene Expression for INK−128 Response (n=106)
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Significant Gene Expression for Ibrutinib (PCI−32765) Response (n=90)
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Significant Gene Expression for JNJ−28312141 Response (n=103)
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Significant Gene Expression for JNJ−7706621 Response (n=118)
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Significant Gene Expression for JQ1 Response (n=71)
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Significant Gene Expression for KU−55933 Response (n=114)
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Significant Gene Expression for KW−2449 Response (n=107)
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Significant Gene Expression for LY−333531 Response (n=104)
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Significant Gene Expression for Lapatinib Response (n=116)
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Significant Gene Expression for Lenalidomide Response (n=42)
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Significant Gene Expression for Lenvatinib Response (n=60)
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Significant Gene Expression for Linifanib (ABT−869) Response (n=109)

265 G
enes
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Significant Gene Expression for MGCD−265 Response (n=107)

60 G
enes

RFTN1

FAM124A

S100Z

RP11−588K22.2

CD37

MAP1A

DAPK1

WDR46

ITPA

IVD

ARMC10P1

TRIM65

MRPS25

CAD

RPL12P8

RP11−408P14.1

RP1−273G13.2

BZW2

ZNF74

PRIMPOL

KIAA1919

TRAF4

RDH13

GSS

PMVK

SCAMP3

SLC27A4

GALK1

RBM4B

LSM7

MRPS26

NOP56

MRPL24

TYSND1

HUS1

JDP2

SPC25

CLDN12

CLGN

ST7−AS1

SENP2

SLC22A20

KLF5

MIR223

KLF7

MAPKAPK2

CDA

CDC42EP4

BRPF1

WHAMM

CORO7

AP3S1

OSGIN2

MOB4

NAT6

FAM169A

RAB27A

PDZD8

CSGALNACT2

RAB5C

15
−

00
05

1
14

−
00

61
8

16
−

01
10

2
13

−
00

14
9

15
−

00
53

4
15

−
00

88
3

15
−

00
28

7
15

−
00

37
1

14
−

00
58

1
15

−
00

68
8

15
−

00
77

7
13

−
00

14
5

14
−

00
60

8
15

−
00

30
2

15
−

00
69

2
16

−
01

10
0

13
−

00
26

6
16

−
01

26
2

16
−

01
21

9
16

−
00

33
2

15
−

00
55

9
15

−
00

17
5

16
−

01
00

4
14

−
00

51
4

13
−

00
45

4
13

−
00

55
8

16
−

00
88

2
14

−
00

23
1

12
−

00
25

8
15

−
00

38
3

14
−

00
06

1
16

−
00

77
0

16
−

00
77

1
14

−
00

73
9

15
−

00
61

6
13

−
00

65
0

16
−

01
22

3
15

−
00

90
9

14
−

00
55

9
14

−
00

12
6

13
−

00
03

4
15

−
00

37
7

16
−

00
41

0
14

−
00

28
9

15
−

00
26

9
14

−
00

02
1

16
−

00
21

7
16

−
00

33
9

15
−

00
90

0
15

−
00

85
5

15
−

00
08

4
16

−
01

04
9

16
−

01
01

7
14

−
00

44
8

16
−

01
22

7
14

−
00

49
5

15
−

00
83

7
14

−
00

78
1

16
−

00
00

1
15

−
00

81
1

13
−

00
48

7
14

−
00

81
7

15
−

00
47

0
16

−
00

95
1

14
−

00
04

5
12

−
00

37
2

13
−

00
26

2
14

−
00

77
4

16
−

00
47

4
13

−
00

54
5

14
−

00
43

4
13

−
00

55
1

16
−

00
03

1
16

−
00

10
2

14
−

00
79

8
15

−
00

24
8

13
−

00
11

8
14

−
00

78
7

16
−

01
20

1
15

−
00

57
8

16
−

00
06

7
16

−
00

15
7

16
−

00
49

8
16

−
01

22
5

15
−

00
27

6
14

−
00

90
1

16
−

00
45

9
15

−
00

26
1

16
−

00
02

7
16

−
00

81
5

14
−

00
14

1
13

−
00

55
2

15
−

00
68

0
14

−
00

54
6

13
−

00
39

6
16

−
00

07
3

15
−

00
67

0
16

−
00

54
8

16
−

00
28

9
15

−
00

75
5

16
−

00
10

9
14

−
00

57
8

16
−

00
46

5
13

−
00

40
6

16
−

00
27

1
16

−
00

12
0

16
−

00
08

8

Disease_type
ELN2017
Cytogenetics
Mclust

AUC

FLT3_ITD
NPM1
DNMT3A

Expression Zscore
−4 −2 0 2 4

Disease_type
Denovo
Transformed
Other
Relapse

ELN2017
Intermediate
FavorableOrIntermediate
Favorable
Adverse
IntermediateOrAdverse

Cytogenetics
None
RUNX1−RUNX1T1
CBFB−MYH11
PML−RARA
MLLT3−KMT2A
GATA2−MECOM
Complex

Mclust
Cluster3
Cluster1
Cluster2



Significant Gene Expression for Masitinib (AB−1010) Response (n=104)
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Significant Gene Expression for Midostaurin Response (n=105)
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Significant Gene Expression for Motesanib (AMG−706) Response (n=103)
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Significant Gene Expression for NF−kB Activation Inhibitor Response (n=103)
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Significant Gene Expression for NVP−TAE684 Response (n=98)
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Significant Gene Expression for Neratinib (HKI−272) Response (n=112)
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Significant Gene Expression for Nilotinib Response (n=110)
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Significant Gene Expression for PD173955 Response (n=111)
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Significant Gene Expression for PHA−665752 Response (n=110)
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Significant Gene Expression for PI−103 Response (n=109)
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Significant Gene Expression for PP242 Response (n=117)
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Significant Gene Expression for Palbociclib Response (n=46)

93 G
enes

CTB−31N19.3
CLEC7A
CR1
STX11
CFP
GSR
TLR5
MSR1
GPBAR1
VSIG4
CD163
PSAP
CTSS
SLC7A7
SCIMP
LRP1
HMOX1
MAFB
CXCL16
CD93
KCTD12
TLR8
CCR1
LILRB3
LILRA6
SLC15A3
LRRC25
RBM47
MEFV
SLC11A1
LILRA5
CHST15
AC008984.2
SECTM1
FGL2
CD300E
LILRB1
PTPRE
LGALS12
DOK2
TNFRSF14
SERPINB9
IQSEC1
IFNGR2
S1PR3
RP11−613F7.1
CDC40
IL10RA
FCGRT
VCAN
SIGLEC9
CD14
MPEG1
CD1D
MS4A7
RHOU
SCPEP1
GPA33
CSGALNACT1
ARHGAP24
FYCO1
LYZ
HK3
CYBB
NLRC4
C5AR2
PLBD1
MEGF9
GYPC
VAMP3
OGFRL1
LOXL3
MAP3K3
AGFG1
RP3−469D22.1
LAPTM5
SMC4
CCP110
WHAMMP3
C16orf93
TUBB6
MAP1A
CLU
ACRBP
LOXL1−AS1
FAM92A1
FAM92A1P1
AVIL
RP1−257A7.4
NPTXR
CCDC146
ARG2
KIF27

16
−

00
86

7

16
−

00
28

9

16
−

00
49

4

16
−

00
27

8

16
−

00
01

0

15
−

00
88

3

16
−

01
19

2

16
−

00
22

0

16
−

00
03

1

16
−

01
15

1

16
−

00
12

0

16
−

00
95

1

16
−

01
22

7

16
−

00
29

2

15
−

00
67

0

16
−

00
02

7

15
−

00
68

8

15
−

00
87

2

16
−

01
21

9

16
−

00
00

3

16
−

00
07

7

16
−

00
69

9

15
−

00
69

2

16
−

00
81

5

16
−

00
62

7

15
−

00
99

0

16
−

00
35

4

16
−

00
11

3

16
−

00
70

5

16
−

01
10

9

16
−

00
73

1

15
−

00
90

0

16
−

01
01

7

16
−

00
14

5

15
−

00
97

9

15
−

00
85

5

16
−

00
51

0

15
−

00
97

6

15
−

00
77

7

16
−

00
09

4

15
−

00
78

6

16
−

00
54

8

16
−

00
48

1

16
−

00
06

7

15
−

00
71

7

15
−

00
70

2

Disease_type
ELN2017
Cytogenetics
Mclust

AUC

FLT3_ITD
NPM1
DNMT3A

Expression Zscore
−4 −2 0 2 4

Disease_type
Denovo
Transformed
Other
Relapse

ELN2017
Intermediate
FavorableOrIntermediate
Favorable
Adverse
IntermediateOrAdverse

Cytogenetics
None
CBFB−MYH11
PML−RARA
MLLT3−KMT2A
GATA2−MECOM

Mclust
Cluster1
Cluster2
Cluster3
Cluster4



Significant Gene Expression for Pazopanib (GW786034) Response (n=104)

1 G
enes

MRPL37

16
−

00
77

1
15

−
00

63
3

16
−

00
10

2
13

−
00

45
4

15
−

00
29

6
13

−
00

16
6

14
−

00
60

8
14

−
00

58
1

15
−

00
37

7
13

−
00

03
4

16
−

00
35

6
13

−
00

61
5

15
−

00
14

7
15

−
00

47
0

15
−

00
69

2
15

−
00

77
7

15
−

00
17

5
13

−
00

02
8

14
−

00
79

8
15

−
00

69
3

14
−

00
12

7
13

−
00

14
5

16
−

00
10

9
15

−
00

81
3

15
−

00
85

5
13

−
00

42
0

15
−

00
04

5
14

−
00

83
1

14
−

00
02

1
16

−
01

10
2

16
−

00
51

0
14

−
00

04
1

15
−

00
17

1
16

−
00

45
9

15
−

00
99

0
12

−
00

05
1

16
−

00
00

3
16

−
00

06
7

16
−

00
95

1
16

−
01

27
0

16
−

01
21

6
15

−
00

41
7

16
−

01
13

8
16

−
00

13
9

13
−

00
39

6
15

−
00

12
3

14
−

00
78

1
15

−
00

05
1

16
−

00
02

7
16

−
00

33
2

16
−

00
54

7
13

−
00

16
3

15
−

00
24

8
15

−
00

78
6

13
−

00
35

4
16

−
00

35
1

14
−

00
37

6
15

−
00

89
2

13
−

00
65

0
14

−
00

56
7

15
−

00
75

6
14

−
00

51
4

14
−

00
22

8
16

−
00

27
8

16
−

00
01

0
12

−
00

25
8

14
−

00
81

7
15

−
00

76
3

16
−

00
08

8
16

−
00

35
4

16
−

00
83

1
13

−
00

60
2

12
−

00
06

6
13

−
00

65
5

16
−

00
29

2
15

−
00

97
9

14
−

00
73

9
15

−
00

59
3

16
−

00
07

7
16

−
00

47
4

15
−

00
97

4
15

−
00

83
7

16
−

01
26

2
13

−
00

40
6

16
−

00
12

0
16

−
01

18
5

15
−

00
47

1
16

−
00

77
0

16
−

00
69

9
16

−
00

00
7

14
−

00
35

9
12

−
00

29
4

16
−

00
03

1
16

−
00

46
5

14
−

00
12

6
16

−
01

20
1

15
−

00
97

5
15

−
00

81
1

16
−

00
00

1
16

−
00

54
8

13
−

00
16

5
14

−
00

28
9

16
−

00
15

7
16

−
00

50
4

Disease_type
ELN2017
Cytogenetics
Mclust

AUC

FLT3_ITD
NPM1
DNMT3A

Expression Zscore
−4 −2 0 2 4

Disease_type
Denovo
Transformed
Other
Relapse
Relapse+Transformed

ELN2017
Intermediate
FavorableOrIntermediate
Favorable
Adverse

Cytogenetics
None
RUNX1−RUNX1T1
CBFB−MYH11
PML−RARA
MLLT3−KMT2A
GATA2−MECOM

Mclust
Cluster1



Significant Gene Expression for Pelitinib (EKB−569) Response (n=112)
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Significant Gene Expression for Ponatinib (AP24534) Response (n=100)
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Significant Gene Expression for Quizartinib (AC220) Response (n=103)
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Significant Gene Expression for RAF265 (CHIR−265) Response (n=106)
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Significant Gene Expression for Rapamycin Response (n=111)
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Significant Gene Expression for Regorafenib (BAY 73−4506) Response (n=110)
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Significant Gene Expression for Roscovitine (CYC−202) Response (n=111)
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Significant Gene Expression for Ruxolitinib (INCB018424) Response (n=103)
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Significant Gene Expression for SNS−032 (BMS−387032) Response (n=109)
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Significant Gene Expression for SR9011 Response (n=41)

10 G
enes

IL1RN

CYBB

CDA

PTAFR

LINC00926

LGALS3

COTL1

RXRA

NID1

NINJ1

16
−

00
08

8

15
−

00
93

9

16
−

00
29

2

16
−

00
45

9

16
−

00
95

1

16
−

00
47

4

16
−

01
19

2

16
−

00
51

9

16
−

00
03

1

16
−

00
86

7

16
−

01
21

9

16
−

00
35

4

16
−

00
28

9

15
−

00
97

6

16
−

00
49

8

16
−

00
48

1

15
−

00
96

1

16
−

00
81

5

16
−

00
07

7

16
−

00
09

4

16
−

00
11

3

16
−

00
14

5

16
−

00
73

1

16
−

00
12

0

16
−

00
70

8

16
−

00
07

8

16
−

00
22

6

16
−

00
21

7

16
−

01
10

0

16
−

00
49

4

16
−

00
26

9

15
−

00
97

9

16
−

00
01

0

16
−

01
13

8

16
−

00
13

9

15
−

00
93

6

16
−

00
77

1

16
−

00
27

1

16
−

00
24

9

16
−

00
00

1

16
−

01
23

7

Disease_type
ELN2017
Cytogenetics
Mclust

AUC

FLT3_ITD
NPM1
DNMT3A

Expression Zscore
−3 −2 −1 0 1 2

Disease_type
Denovo
Transformed
Other
Relapse+Transformed

ELN2017
Intermediate
FavorableOrIntermediate
Favorable
Adverse

Cytogenetics
None
RUNX1−RUNX1T1
CBFB−MYH11
PML−RARA
MLLT3−KMT2A

Mclust
Cluster1
Cluster2



Significant Gene Expression for Selumetinib (AZD6244) Response (n=101)
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Significant Gene Expression for Sorafenib Response (n=116)
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Significant Gene Expression for Sunitinib Response (n=118)
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Significant Gene Expression for Tivozanib (AV−951) Response (n=106)
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Significant Gene Expression for Tozasertib (VX−680) Response (n=107)
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Significant Gene Expression for Trametinib (GSK1120212) Response (n=112)
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Significant Gene Expression for Vandetanib (ZD6474) Response (n=111)
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Significant Gene Expression for Venetoclax Response (n=63)
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Significant Gene Expression for XAV−939 Response (n=107)
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Significant Gene Expression for YM−155 Response (n=113)
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